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Learning Objectives
• Learn and see basic Hail capabilities

• Run a simple GWAS on sequencing 
data in Hail

• Learn about resources to start using Hail 
on your own data



Learning Outline
Recap and intro (10 minutes)

Logging into the notebook workspace (5 minutes)

Breakout rooms: GWAS practical using Hail (1.5 hours)

Main room discussion (15 minutes)

Closing remarks (5 minutes)



…if you don't know 
the answer, don't 
guess, just say that 
you don’t know the 
answer.
It is something of a 
liberating feeling.

- Anthony Fauci, MD 
(NI of Allergy and 

Infectious Disease), 
January 21st, 2021



Who are your Tutors?







Hail vs PLINK (and other cmd line tools)
● You could run most of the tasks covered in this 

workshop in Hail!
○ Some exceptions, e.g. SEM, SAIGE
○ Steeper learning curve!

● If PLINK works for you, use it!
● If you find yourself:

○ needing dplyr / dataframes for genomics... 

○ with sequencing data…
○ with Big Data…

… reach for Hail!



What is Hail?

Learn more at Hail.is

“On a scale from zero to dplyr, the Hail 0.2 interface scores an 8/10 for 
general-purpose data analysis.” - Konrad K., lead analyst, gnomAD

*We can’t read your 
minds, so talk to us

discuss.hail.is

https://discuss.hail.is/abot


Hands on using
workshop.hail.is 

workshop name: ibg2021
password: IBG

All scripts can be found on 
https://github.com/mkveerapen/2021_IBG_Hail

1. Introduce yourselves 
(even if you have met, give each other a smile and wish them 
well J ) 

2. Elect a note taker and time-keeper

3. Elect a screen sharer 

4. Elect a troubleshooter

5. ASK FOR HELP! 
If you have faculty in your room, they are learning with you! 

http://workshop.hail.is
https://github.com/mkveerapen/2021_IBG_Hail




Workshop service

• The Hail workshop service will stay on for another 2 hours

• If you want to keep going after that, you can install Hail on your own 
system!



Add poll for which section you felt best



Hail on various hardware

• Laptop/Desktop
development, small data (10s of genomes, 100s of exomes)

• Server
medium data (1Ks of genomes, 10Ks of exomes)

• High Performance Computing (HPC) cluster
large (1M genomes, 10M exomes)

• Cloud
large (1M genomes, 10M exomes)



Your next steps

discuss.hail.is
Learn more at the website: https://hail.is Visit the forum!

Chat with the user and developer community! 
https://hail.zulipchat.com

pip install hail

https://discuss.hail.is/abot
https://hail.is
https://hail.zulipchat.com

