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Map Viewer was first launched for Drosophila, in March 2000
At this time there are more than 100 species; regularly added
Goal: providing context to genome information
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Map Viewer is only one of the many projects at NCBI
m Learn more about the NCBI offerings in the annual Nucleic
Acids Research database issue
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\Map Viewer Tools

m Compare maps in different coordinate systems (genetic
maps vs sequence maps)

= Robust query interface (basic, advanced, text or
sequence searches)

m Configure the display for your needs
= Reports, and download maps and annotations
m Customize the transcript sequence (Model Maker)

m Detailed descriptions and links for the objects you see
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Map Viewer, Conceptually
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Finding the Map Viewer at NCBI  www.ncbi.nlm.nih.gov

National Center for Biotechnology Inform:ation
Matianal Liteary of Medcing Hational krstiutes of Healh

m Genomic biology
link
= Map Viewer link

» What does NCBI do? [ HotSpos |
Established in 1988 a5 a national resource for ¥ Clustars of
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* Electranic PCR

HLMINCEI HIN1 Flu Resources renns) OF gO directly to
+ Newest HINL influenza sequences +cene | NEEP:/www.ncbi.nim.nih.gov/mapview/

+ Citations ecently added to PubMed
 MedinePlug hieakh
* Ermro-Health Links

*H
esouCes

¥ Irfyenza Ving
Resource

¥ dbMHC

H1N1 Flu Info

* Mguse genome
rEsTCEE

Copyright OpenHelix. No use or reproduction without express written consent

Tools

available

will var
van )

[ Boest Grong or egaeinm = -

T -
tumin / n2

Human
Genome

naaasene
SesearCers Hnliy 8 T O [reCe) ogetier bl
eren

ImnEouEs -~ i

CLLETE S
Find & Gane

st by Jobes

for searching i Erer rversiey e colaborors

" RafSey e
e sequmeces of A databarse Of Srgle rckeotide
g schrare 5 and e

- e gt .
mEbis, arel prowss 1oy gman el iodti viriitard

Copyright OpenHelix. No use or reproduction without express written consent 11

10
e
u Al
o v Ve i
Sy — i
v Prean i
Buenasc narmn Cormemon name [ Teois
[r——— hurnan [ 38808
[ am80
Macaca musats L e Patg 11 ass @
P poglonyes ] [ aes L
* Pty n
Buenatc nam Camencn sarre Bue Teoss
rp— [rn— [=rFI) [T L]
Dt 31 Ly
[rerpe—— - I ass @
"
i
w
i
"
e
“n
i
"
"
Common rarme ] Tects
[T o s @
[ asm @
Bl 88 @
B S8
| Fal ass
[m @08
[ @me
[rerr— - [ T
[T a8s
. [TIx] S8.
» Mngragntoe graea sce bl bngest [ @me
» Neagcrs criass 1l @ e
- P - S ol
Copyright OpenHelix. No use or reproduction without express written consent 12




Sample Search: Human TP53 gCIoser Look at Text Results

Sesreh reles for query “TPE3 AND geneobj_type]”: 15 hits

g
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] | i . . 6 refeence pS3-indured proten . o 4 hud 40d draft HIG tosmces by
AR location of hits and 6 Celra  p53-induced proten wosce shotgc ssseaibly, ducrbad ty 1
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r Tilter T reference TPSIAPLTP33 targ primarily 3, Genes, and STSs. (Other human map, e,
G numbers of resu ts 7 Celea  TPSSAPL TPSS targ lank swhes viewad o the Colers asasmbly )}
e red 2 reference rbomucleoside redu wemce for ype i the Mg H y Comgles
Tranzcopt : 8  Colra  ribomckobids roduc These data wre specishc to chromesome &
- Oa e Lt ) ence sequence for the DRS Raplatype in the Mxjor Histocompatitlity Compiler
. [ RefSeq . . 12 refersece ll matches o ot
o> m Click the Gene filter pSmbtle el e i
. N regulasor of TPS3 LETRDT  GE
- 12 Celera all &
to Slmp|lfy results pS3emducible cebnmvval factor
regulator of TPS3
for thls example 12 HuRef all matche:
E'}? inducible cel-surawal factor i
e = “ | Map eIe?rI]I::t =TP53
17 seference all maches =
: C—> = Textformat output : Type = Gene
of the same results ITITD togotothe
17 Ciera T 1 protem p53 (LisFraumens syndrome) 53 Map Viewer location

as diagram L LU G T
= Assembly, different groups provide genome sequences

m Reference assembly will be shown in our example
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Map Viewer Overview >\eMap Viewer, Zoom to Show 100k View
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= Master Map: Genes On Sequence
— Fegon Duspliyed 7 486K 7 586K by
comes_cytatid] s mis; pa—

Map 11
Genes On Cylogenetic map m
Clitk map name for descnotion

, = |
structure
diagram

TIPSR+ OMDMEGHC ropr fevembe CCDE SHP best RefSeq 17p13.1 tumor proten p53 (Li-Fraumes syndrome)

E best Beffeq 17p13.1 WD repeat dommaen T#

From previous results, chose zoom to show 100k region
Image shows the TP53 region (pink highlight)

For info on Maps, click the Map names
m Default maps shown; you can add/remove any maps Links offer additional information as well

Copyright OpenHelix. No use or reproduction without express written consent 15 Copyright OpenHelix. No use or reproduction without express written consent 16




7
8TP53 Links to Entrez Gene

7E1m]

i = Gene symbol
links to
— Entrez Gene

7530
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gGenes_seq LinkOut Options, TP53
OMIM HGNC sv

TELIK

OMIM: Online Mendelian Inheritance in Man

HGNC: HUGO gene nomenclature committee
SV: sequence viewer

TP52  + QMMM HGNC svpr dl ev mm hm sts CCDS SHP

BREAST CAMCER, FAMLIL

BREANT CANCER, FAMLUL

=]
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(Entrez Gene, Overview
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gGenes_seq LinkOut Options, TP53
prdlev

pr: Entrez Protein records
1 dl: download sequences
ev: evidence viewer

Evidence Viewer
Homao sapiens
TP53

display of mRNAs aligning In this region:

Chresmegeme: 17

Strand phn ™
Fom THI4S | admst by 05

bor [TEIGA | adust by 0K [[Crang

quence Format | FASTA
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;‘ HT_010712.15 7163069 7188266 + Dusld

BErERmcE

1 grme Sl B grmost oo spaseng 19990 bp

AUTHONS i

TITLE TIE6ES T16868:

AoUENAL P o —

BEWARE asscoistion. (W ! -~
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/ . .
ﬁ?:es_seq LinkOut Options, TF53 gModeI Maker: Build Your Own Transcript

a— Model Maker ke Four Gvn Model by slecting an evidence™™ . 1e2ead
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0 AG]|AGG
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>:?Genes_seq LinkOut Options, TP53 >:?Genes_seq LinkOut Options, TP53
hm sts CCDS SNP

TELIK

CCDS: Consensus CDS project
SNP: dbSNP

+ OWI HGNC sv pr dl gv mm bm sts CODE SNP

hm: homologene )
sts: UniGene sequence tagged sites

TP53  + OMIM HGHC sv pr dl ev mm hm ste CCDS SNP
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Map Viewer: http://www.ncbi.nIm.nih.gov/mapview/

Maps and Options to Add/Remove Tracks

Advanced Samen

BLAST The lsman Gesoms

ierex ) Build 36.3 (Current)
Chromosome: 17

‘Guery: TPE3 AND gene(ob]_type] [ces]
Master Map: Genes On Sequence

Regon Doplered. T 486K 7 286K by

L R I el ) L £

Ovgamism: Home sapiens

Hele
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VAdd Additional Detail Using Maps and Options Tool
1L p: fwwew, nebi nim. nih. gov - Map Viewer - Mozilla Firefos
location Organism: Howmo sapiens Help

Claomosome: 17 Region Shown: 748575519 |7SESTSE19
Available Maps: Naps Displaved (left to mght):
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Thunbmzl iew © detalt (deogram) O mastes
(et ]
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VAdd Additional Detail Using Maps and Options Tool
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7
5Add Additional Detail Using Maps and Options Tool
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Hame sapierny Qrman) Build 363 [{Current) "ELAST The T Geusme
= Cheamosome: 17
Guery: TPS3 AND gene[ob_type] [ciex]
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| |eenescnst He ueiGHH] merkld N Gones_sey 2] \'-')1‘

ol

A in .

= 2 new maps added (M = Morbid map, V = Variation map)
= Can put them in any order you like
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\Different Species, Different Maps, Same Software
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m Software functions are the same; data types may vary
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= Human shown,
others vary

= Limitto
certain data
types

= More refined
searches
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>\?Advanced Search: Kinase, Human Chromosome 3 gCIone Finder — Access Tool From Homepage

| (= Home Genflank BLAST Search oy Poston || Gearch by Festurs
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i i Gt e e e 1008 S 1 100 2
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I refivence all matches
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>\?Clone Finder Search Results gJumping to a Chromosomal Region

et lelp ®

Ciane Search

Hama sapiens Clan Finder = Go 1o Reglen
Map Viewer Home | - |
Download omricad fmam oot This area aliows you 10 quickly jmp b & region on &
cheomosome, I Sa la
7507 L Tz T3 Tam T — f;‘::;:;m“::ﬂ";;;:‘:“m S Homo sapiens Buiicl 26.3 n
b a - — (21
Search [ Select Gl unil (Case msonsve). Search by Position | £
- = M- fior Mega-bavepains (1,000,000 basepairs) 1
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sasariors sty a
Tols Légend o = o
B Range bk
G Gearchorg T ]
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@ clonsFing * To: [4.750K R RN
R o reginy = - S — Q5w
@ Genomo R Iwﬁmasommma reglon starts from S beginning of I N = & @ B ™
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Master Map: Genes On o Mgz
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L SHGTN ] : + OMDMHENT rvpr Seymaaten SHP best RelSeq 176132
E e - ] .
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> . n i ARRES SME best ReefSeq 17p13
B apcr &3 ance Concordant clone histograms s} | |
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Map Viewer Agenda

Introduction and Credits
Basic Searches

Maps Options
Additional Searches
BLASTing a Genome
Summary

Exercises

Map Viewer: http://www.ncbi.nIm.nih.gov/mapview/
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\BLASTing a Genome from Map Viewer Homepage

B Ve Fosme
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W |m BLAST: can

- choose a

———1|  single

s8s o species

Towis -

TILIL ]

S4: 4 |m Sometimes
-~ groups
@ (notice
[ Protozoa,
o Fungi,
Bacteria,
others)

(1 2

] a8

588

& 88

. 3

\BLASTing just the Human Genome, Part |

Genomic Biology* Human Gonome Resourtes » BLAST

- [5e]) [oes ]

m BLAST link next to
. Homo sapiens in
)ﬂ S species list

BLAST Human Sequences.

Or enter
NM_000546.2

m Default parameters
in this example
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BLASTIng just the Human Genome, Part II

densty=iot 2386 1283
donsy=100% 1297 1168

densty=100% 11501115
densry=100% 1116978
Mooyt 979 B4
Blensty=it BT4 TS
Tdessrym]00% 798572
Mensy=100% 572 293
Bdensty=100% 271163

- Moo saplens (umanl
o] Bl 36 Ty
| | Bl o] e sen Sl Comtis ] Sytd
| [ N
i1 .l
7] o w u - = A
.. 1 L
.

L
T
T
T

m BLAST results page gives alignments, links
m_Also provides the option to view location in Map Viewer
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Map Viewer Agenda

Introduction and Credits
Basic Searches

Map Options

Additional Searches
BLASTing a Genome
Summary

Exercises

Map Viewer: http://www.ncbi.nIm.nih.gov/mapview/
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\Map Viewer — Search, Retrieve & Display Your Data

= NCBI tome Genkank BLAST
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